Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.008 Å; R factor = 0.043; wR factor = 0.138; data-to-parameter ratio = 12.9.
Experimental
Crystal data Mo K radiation = 6.38 mm À1 T = 293 K 0.31 Â 0.28 Â 0.24 mm
Data collection
Bruker APEXII CCD area-detector diffractometer Absorption correction: multi-scan (SADABS; Sheldrick, 2008a) T min = 0.243, T max = 0.310 11656 measured reflections 2234 independent reflections 1706 reflections with I > 2(I) R int = 0.041 Refinement R[F 2 > 2(F 2 )] = 0.043 wR(F 2 ) = 0.138 S = 1.08 2234 reflections 173 parameters H-atom parameters constrained Á max = 0.63 e Å À3 Á min = À0.88 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). Data collection: APEX2 (Bruker, 2004); cell refinement: SAINT-Plus (Bruker, 2001); data reduction: SAINT-Plus; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008b); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008b); molecular graphics: SHELXTL (Sheldrick, 2008b); software used to prepare material for publication: SHELXTL. (5, pyridin-2-yl)phenol
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Comment
Due to excellent coordination abilities the imidazole and its derivatives have already been introduced into the transition metal complexes (Huang et al., 2004) . Herewith we present the title compound (I) -a new imidazole derivative.
In (I) ( Fig. 1) , intramolecular O-H···N hydrogen bond (Table 2) influence the molecular conformation, so all non-H atoms are nearly coplanar with the mean deviation of 0.033 Å. The dihedral angle between the 5,6-dibromo-7-methyl-3Himidazo[4,5-b]pyridine plane and the phenol plane is 2.1 (2) °. The bond lengths and angles are normal and comparable to those observed in the reported benzimidazole compounds (Xiao et al., 2009; Eltayeb et al., 2009; Elerman & Kabak 1997) .
In the crystal structure, intermolecular N-H···O hydrogen bonds ( 
Experimental
The title compound was synthesized by the reaction of 4-methyl-2,3-diamino-5,6-dibromopyridine and 2-hydroxybenzaldehyde with the ratio 1:1 in ethanol. After the mixture was refluxed sevral hours, the resulting clear yellow solution was allowed to evaporate slowly in air, and orange-yellow block-like crystals suitable for X-ray diffraction were obtained with a yield 47% about ten days later.
Refinement
All the H atoms bonded to the C atoms were placed using the HFIX commands in SHELXL-97 with C-H distances of 0.93 and 0.96 Å, and were refined as riding, with U iso (H) = 1.2-1.5U eq (C). H atoms bonded to O and N atoms were found from difference Fourier maps with the bond lengths restrained to 0.82 and 0.96 Å, respectively, and were refined as riding, with U iso (H) = 1.5U eq (O) and U iso (H) = 1.2U eq (N). Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
Geometric parameters (Å, °)
Br1-C4 1.897 (6) C4-C5 1.389 (8) Br2-C5 1.907 (5) C6-H6A 0.9600 O1-C9 1.354 (7) C6-H6B 0.9600 O1-H1 0.8200 C6-H6C 0.9600 N1-C7 1.369 (7) C7-C8 1.442 (8) N1-C1 1.382 (7) C8-C13 1.402 (8) N1-H1A 0.9504 C8-C9 1.408 (8) N2-C7 1.338 (7) C9-C10 1.388 (8) N2-C2 1.398 (7) C10-C11 1.392 (9) N3-C1 1.370 (7) C10-H10 0.9300 N3-C5 1.387 (8) C11-C12 1.358 (9) C1-C2 1.415 (7) C11-H11 0.9300 C2-C3 1.394 (8) C12-C13 1.355 (8) C3-C4 1.396 (8) C12-H12 0.9300 C3-C6 1.589 (9) C13-H13 0.9300
